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Blood samples were collected from relatives of the missing per-
sons of the fire on December 29, 2001 at Mesa Redonda, in the
area of Lima, Peru. The biological samples used in this study
consisted of blood stored on FTA

R©
cards (Whatman Bioscience)

from 151 unrelated individuals (87 females, 64 males). DNA was
purified of the FTA

R©
according to manufacturer’s protocols.

Sixteen locus were amplified and typed using the AmpF�STR
Identifiler Kit and ABI 310 Genetic Analyzer (PE Applied Biosys-
tems) with GeneScan 3.7 and Genotyper 3.7 NT software according
to manufacturer’s protocol.

Allele frequencies were estimated by gene counting. Evaluation
of Hardy-Weinberg expectations and other forensic statistical pa-
rameters was performed with the GDA software, version 1.1 (1) and
PowerStats, Promega (2), respectively.

The complete dataset is available upon request from Dr. Beatriz
Lizárraga, Laboratorio. Biomolecular y Genética, Instituto de

1 Instituto de Medicina Legal, Ministerio Público, Laboratorio Biomolecular
y Genética, Lima, Peru.

Medicina Legal, Avenida Abancay # 491, Sexto piso Edificio Ex-
Progreso Lima – Perú, e-mail: blizarraga@mpfn.gob.pe
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TABLE 1—Allele frequency distributions.

Allele D8S1179 D21S11 D7S820 CSF1PO D3S1358 TH01 D13S317 D16S539 D2S1338 D19S433 vWA TPOX D18S51 D5S818 FGA

6 0.2550 0.0066
7 0.0066 0.0099 0.5166 0.1325
7.1 0.0033
8 0.0033 0.0331 0.0331 0.0331 0.0033 0.5762
8.3 0.0033
9 0.0033 0.0265 0.0232 0.0298 0.3179 0.2020 0.0199 0.0397
9.3 0.1589

10 0.0960 0.2616 0.2219 0.0033 0.1689 0.2914 0.0099 0.0166 0.0430
11 0.0464 0.4007 0.2417 0.0066 0.1126 0.1821 0.0033 0.2881 0.0099 0.5497
12 0.1258 0.2351 0.4073 0.1589 0.2252 0.0166 0.0960 0.1225 0.1689
12.2 0.0099
13 0.3113 0.0331 0.0762 0.0033 0.1159 0.0927 0.1656 0.0033 0.1291 0.0662
13.2 0.1258 0.0033
14 0.2616 0.0033 0.0199 0.0265 0.0861 0.0033 0.3609 0.0166 0.1821
14.1 0.0033
14.2 0.0298
15 0.1325 0.5000 0.1623 0.0464 0.1424
15.2 0.0894
16 0.0199 0.2881 0.0033 0.0132 0.0232 0.3742 0.1060
16.2 0.0066
17 0.1457 0.1358 0.4007 0.1722
17.2 0.0033
18 0.0265 0.0464 0.1225 0.0596 0.0033
19 0.0033 0.3046 0.0331 0.0265 0.1589
19.2 0.0033
20 0.1192 0.0033 0.0132 0.0662
21 0.0530 0.0033 0.0066 0.0695
22 0.0927 0.0066 0.1093
23 0.1887 0.0695
23.3 0.0033
24 0.0364 0.0033 0.1225
25 0.0099 0.1954
26 0.1623
27 0.0066 0.0298
28 0.0563 0.0066
29 0.1954
30 0.2020
30.2 0.0298
31 0.0430
31.2 0.1556
32.2 0.2152
33.2 0.0894
34.2 0.0033
35 0.0033
Freqmin 0.0190 0.0192 0.0178 0.0180 0.0162 0.0168 0.0196 0.0191 0.0192 0.0183 0.0181 0.0164 0.0208 0.0170 0.0201
Hobs 0.7881 0.8013 0.6954 0.6887 0.5364 0.6026 0.8278 0.7947 0.8013 0.7351 0.7219 0.5563 0.8874 0.6225 0.8543
Hesp 0.7922 0.8393 0.7152 0.7220 0.6465 0.6430 0.8132 0.7844 0.8265 0.7929 0.6832 0.5772 0.8720 0.6461 0.8712
HWE 0.9525 0.4205 0.9140 0.8540 0.2860 0.1435 0.1470 0.0710 0.0850 0.1815 0.1565 0.9575 0.8840 0.0445 0.0145
PD 0.9187 0.9483 0.8738 0.8781 0.8264 0.8129 0.9303 0.9083 0.9425 0.9297 0.8264 0.7583 0.9657 0.8324 0.9670
PE 0.5771 0.6015 0.4211 0.4111 0.2214 0.2941 0.6516 0.5892 0.6015 0.4846 0.4629 0.2417 0.7698 0.3188 0.7034
PIC 0.7599 0.8157 0.6639 0.6744 0.5876 0.5880 0.7867 0.7468 0.8032 0.7650 0.6247 0.5121 0.8550 0.6097 0.8541
Number of alleles 302 302 302 302 302 302 302 302 302 302 302 302 302 302 302


